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Abstract

In this study we developed an information system of acupoint diagnosis and treatment for Traditional Chinese
Medicine (ISADTTHM). In this system, there are 311 acupoints, about 600 acupoint indications and clinical
applications, 12 meridians, 8 extra meridians, and 5 elements of the Five Elements. In the ISADTTHM, users
can choose to list the complete collection of ISADTTHM, or can choose to list concerned information using
searching keywords such as acupoint indications and clinical applications, acupoint names, meridians, extra
meridians, and Five Elements (a total of more than 900 keywords) to query about the information of acupoint
diagnosis and treatment. Each item information of acupoint diagnosis and treatment includes the following
contents: acupoint name, Pinyin of acupoint name, international code of acupoint, alias of acupoint, acupoint
definition, acupoint positioning method, acupoint anatomical position and structure, Five Elements affiliation
of acupoint, meridian affiliation of acupoint, English name of meridian affiliation of acupoint, Five Elements
affiliation of meridian affiliation of acupoint, acupoint treatment methods - acupuncture, acupoint treatment
methods - moxibustion, acupoint treatment methods - massage and others, acupoint functions, acupoint
indications and clinical applications, main compatible acupoints of acupoint, and acupoint pictures. Different
from information systems based on static webpages, ISADTTHM is based on web database, with only about
five files, small storage space, easy to upgrade, maintain, and update, and low error rate, which is conducive to
information mining and analysis, and user inquiries to the information of interest. At the bottom left of each
page of ISADTTHM, there is Google Translate, which can translate the Chinese of the current page into the
selected language.
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1 Introduction
Meridians (refer to twelve meridians and extra meridians mentioned in this study), as they are called in
Traditional Chinese Medicine, are considered to be the circulation channels of human tissue fluid. "Huangdi
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Neijing" describes the channel of meridians: drink into the stomach, overflow the essence, transport upward to
the spleen, disperse the spleen meridian, return upward to the lungs, regulate water channels, and transport
downward to the bladder. “"Huangdi Neijing™" believes that meridians are visible, the larger ones among them
are called Jing, and the thinner ones are called Luo, and meridians inside are bleeding. According to the
meridian theory of Traditional Chinese Medicine, meridians have five characteristics: (1) Meridians run the
body's Qi and blood. (2) Meridians connect the internal organs of the human body. (3) Meridians cannot be
seen directly with the naked eye. (4) Meridians conduct human diseases. (5) Meridians protect the internal
organs of the human body. Meridian theory is the main component of the theoretical system of Traditional
Chinese Medicine. The meridian theory of Traditional Chinese Medicine can not only explain the
physiological functions of the human body and explain pathological phenomena, but also guide clinical
diagnosis and treatment, which plays a very important role in the construction of the whole theoretical system
of Traditional Chinese Medicine. “If you don't understand meridians when you study Traditional Chinese
Medicine, you will make mistakes when you open your mouth”, which shows the important position and role
of meridian theory in Traditional Chinese Medicine. For thousands of years, the meridian theory of Traditional
Chinese Medicine has played a huge role in maintaining, guaranteeing and promoting the health of people of
all ages in China.

As early as 1972, the team of Zhu Zongxiang from the Institute of Biophysics, Chinese Academy of
Sciences began arduous exploration and research on meridian theory. Using electronics, biochemistry,
biophysics, acoustics, morphology, animals and plants and other multi-disciplinary tests, they conducted
numerous experiments and revealed the distribution of human meridians, which is consistent with the
distribution of meridians recorded in classic Traditional Chinese Medicine. They preliminarily confirmed the
objective existence of meridians. Zhu pointed out that the meridian line is continuous and uniform, can be
positioned repeatedly and accurately, and is highly sensitive. Its width is only 1 to 3 millimeters, and its
position is stable throughout a person's life. Since then, Zhu has proposed the theory that "meridians are the
multi-level, multi-functional, multi-morphic and three-dimensional structure regulation system", which further
improves and develops the meridian theory in Traditional Chinese Medicine.

In 2018, a number of scientists in the United States published a paper in the international journal
"Scientific Reports"” stating that they used the latest technology to discover a "superhighway for fluid flow" in
the human body (Benias et al., 2018). This newly discovered network runs through the body's thin layers of
dense connective tissue, the interconnected interstitium that lies beneath the skin, as well as inside the
intestines, lungs, blood vessels, and muscles, and connects together to form a powerful network supported by a
flexible protein mesh filled with fluid. Researchers believe that people have long inadvertently damaged the
structure of interstitial tissue during dissection. When the fluid in it is drained and viewed under a microscope,
they are just a simple layer of connective tissue. Therefore, people are never aware of their existence. The
study used a new technique called probe-based confocal laser endomicroscopy, which provides microscopic
views of living tissue rather than fixed tissue. According to the study, this newly discovered tissue has the
following five properties: (1) It is filled with fluid, which contains up to one-fifth of the fluid volume of the
human body, which in this proportion will be much larger than the circulating blood volume of the human
body. (2) The tissue can touch all other tissues in the body and can communicate with all organs in the body.
(3) The tissue is very small and difficult to detect, so it is ignored by modern anatomy. (4) The tissue has the
ability to promote the metastasis of major intractable diseases such as cancer. (5) The tissue has a buffer
function that protects other known organs. The characteristics of this newly discovered tissue are highly
similar to meridians in Traditional Chinese Medicine, and basically conform to most of the contents of the
classical meridian theory. This study proves that meridians do exist.
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In 2021, the research team of Harvard University and the Chinese Academy of Chinese Medical Sciences
published research results in the journal "Evidence-based Complementary and Alternative Medicine”, which
provides strong evidence for the existence of meridians (Li et al., 2021). Scientists conducted an experiment to
obtain clear meridian fluorescence images over 20 cm long in the arm part of the pericardium. This is the first
time that researchers have used a new tracing method to obtain meridian trajectories in the human body.
According to the researchers, the meridian imaging discovered this time is more stable, and the trajectory of
multiple acupoints along one meridian is clearer and repeatable. In addition to the pericardium meridian, the
research team used the same method to observe three main fluorescent lines running along other meridians.

In short, meridians are the description of the universal connection of the human body. The general
connection has several levels: at the macroscopic level are nerves and blood vessels, which are vascular
channels in which information and energy can be transported quickly; at the microscopic level are meridians,
they are mainly composed of interstitial spaces, connecting nerves and blood vessels at the top, and connecting
local cells at the bottom, directly related to the life and death of cells.

Acupoints are nodes inside meridians. Acupuncture and massage work on acupoints to restore abnormal
pathways. Therefore, acupoints and meridians are the basis of acupuncture, massage and rehabilitation
medicine.

Meridians and acupoints constitute a biological network of matter, energy and information. Therefore, its
structure, function, dynamics and regulation also follow the laws of network biology, and network biology
methods can be applied to meridians and acupoints (Pujol et al., 2010; Ibrahim et al., 2011; Budvsky and
Fraifeld, 2012; Li and Zhang, 2013; Rahman et al., 2013; Igbal et al., 2014; Jesmin et al., 2016; Habib et al.,
2016; Narad et al., 2017; Zhang and Feng, 2017; Banerjee, 2018; Zhang and Liu, 2019; Zhang and Zhang,
2019; Xin and Zhang, 2020, 2021; Zhang, 2012, 2016a-c, 2017a-d, 2018, 2021; Lem et al., 2021; Yang and
Zhang, 2022), including meridians’ regulation with acupuncture and massage in Traditional Chinese Medicine.

Due to its effectiveness or miraculous effect, meridians’ rehabilitation with acupuncture and massage has
also blossomed abroad and has been welcomed by people from all over the world. At present, there are already
some online resources on and meridians and acupoints. However, many resources focus on theory rather than
application, the content items are not comprehensive, the anatomical structure and position relationship of
acupoints are not clear, and the treatment methods such as acupuncture and massage are not detailed. Among
them, there are also many mistakes or contradictions. In view of this, in this study we developed the
information system of acupoint diagnosis and treatment in Traditional Chinese Medicine (ISADTTHM). The
ISADTTHM is based on a web database, and all the information in it is collected from a wide range of internet
resources (see the literature in references), and is stored in the web database after the author's screening,
comparison and verification. In the ISADTTHM, users can choose to list the complete collection of
ISADTTHM, or can choose to list concerned information using searching keywords such as acupoint
indications and clinical applications, acupoint names, meridians, extra meridians, and Five Elements (a total of
more than 900 keywords) to query about the information of acupoint diagnosis and treatment.

2 Information System of Acupoint Diagnosis and Treatment in Traditional Chinese Medicine
The information system of acupoint diagnosis and treatment in Traditional Chinese Medicine (ISADTTHM;
http://www.iaees.org/publications/software/acudata/acudata.asp) is based on our web database (Fig. 1), which
is mainly composed of four modules, full list of acupoints, twelve meridians, extra meridians, and Five
Elements (Figs 2-8). In this system, there are 311 acupoints, about 600 acupoint indications and clinical
applications, 12 meridians, 8 extra meridians, and 5 elements of the Five Elements.

In the ISADTTHM, users can choose to list the complete collection of ISADTTHM, or can choose to list
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concerned information using searching keywords such as acupoint indications and clinical applications (),
acupoint names (311 acupoints), twelve meridians (12 meridians), extra meridians (8 extra meridians), and
Five Elements (5 elements of Five Elements) (a total of more than 900 keywords) to query about the
information of acupoint diagnosis and treatment.

Each item information or query result of acupoint diagnosis and treatment includes the following contents:
acupoint name, Pinyin of acupoint name, international code of acupoint, alias of acupoint, acupoint definition,
acupoint positioning method, acupoint anatomical position and structure, Five Elements affiliation of acupoint,
meridian affiliation of acupoint, English name of meridian affiliation of acupoint, Five Elements affiliation of
meridian affiliation of acupoint, acupoint treatment methods - acupuncture, acupoint treatment methods -
moxibustion, acupoint treatment methods - massage and others, acupoint functions, acupoint indications and
clinical applications, main compatible acupoints of acupoint, and acupoint pictures.

Each item information or query result of twelve meridians includes the following contents: meridian name,
meridian English name, meridian affiliation of Five Elements, meridian abbreviation, meridian English
abbreviation, meridian affiliation of Yin meridian or Yang meridian, meridian circulation part - upper limbs or
lower limbs, meridian circulation location - front line or middle line or back line, meridian description,
meridian regulation time, main symptoms of meridian, acupoint indications of meridian, acupoints through
which meridian passes, meridian pictures.

Each item information or query result of eight extra meridians includes the following contents: the name of
extra meridian, the English name of extra meridian, the English abbreviation of extra meridian, the description
of extra meridian, the physiological functions of extra meridian, the main symptoms of extra meridian,
acupoint indications of extra meridian, the acupoints through which extra meridian passes, the pictures of extra
meridian.

Each item information or query result of Five Elements includes the following contents: element name,
element English name, element description, element use cases, element picture.

Different from information systems based on static webpages, ISADTTHM is based on web database, with
only about five files, small storage space, easy to upgrade, maintain, and update, and low error rate, which is
conducive to information mining and analysis, and user inquiries to the information of interest. At the bottom
left of each page of ISADTTHM, there is Google Translate, which can translate the Chinese of the current
page into the selected language (Fig. 9).

Fig. 1 Web database of ISADTTHM.
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Fig. 2 Homepage for ISADTTHM.

Fig. 3 Page for full list of acupoints.
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Fig. 4 Page for query results of acupoints.
Fig. 5 Page for twelve meridians.
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Fig. 6 Page for extra meridians.

Fig. 7 Page for Five Elements.
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Fig. 8 Page for illustrations of full acupoints.

International Academy of Ecology and Environmental Sciences. E-mail: office@iaces.org
Copyright € 2009-2023 International Academy of Ecology and Environmental Sciences. All rights reserved.
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Translate page to:
HBEES v
[ Go gle S NIREN

Fig. 9 At the bottom left of each page of ISADTTHM, there is Google Translate, which can translate the Chinese of the current

page into the selected language.

3 Main Codes
The codes for query page, query.asp, are as follows:

<IDOCTYPE html PUBLIC "-//W3C//DTD XHTML 1.0 Transitional//EN"
"http://lwww.w3.0rg/TR/xhtml1/DTD/xhtml1-transitional.dtd">

<html xmlns="http://www.w3.0rg/1999/xhtm|">

<head>

<meta http-equiv="Content-Type" content="application/x-asap">

<link href="../../../style.css" rel="stylesheet" media="screen" type="text/css">

</head>
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<body oncut="return false;" oncopy="return false;" onpaste="return false;">

<font face="Times New Roman">

<table border=1 cellspacing="1" cellpadding="1" width="100%">

<tr>

<th colspan=6><IMG SRC="http://www.iaees.org/IAEES-Title.jpg" width="100%"></th>

</tr>

<tr bgcolor=yellow>

<th width="25%"><a href="acudata.asp">i& [A] </a></th>
<th width="25%"></th>
<th width="25%"></th>
<th width="25%"></th>

</tr>

</table>

<br>
<h2 ALIGN=center>5 3 1 A/ 3¢ 1) o B2 /AL 12 ¥R 15 B </h2><p><br>

<%

dim myConn
Set myConn=server.CreateObject("adodb.connection™)

myConn.Open="provider=microsoft.jet.oledb.4.0;" & "data source=" & server.MapPath("acudata.mdb") & ";"

dim choice
Set choice=Request.Form("userchoice")

Response.write("<font size=2>fR E & ifj () X817 ~: " & choice & "o T ¥ & -5 &8 1) A 9% 1 o 122 /AL

BIRER .. </font><br><br>")

x=0

IF x=0 THEN

sqIString="SELECT * FROM + — £ ik WHERE MeridName LIKE '%"+choice+"%""

Set RS=myConn.execute(sqlString)

IF RS.EOF<>true THEN

do

Response.write("<b>% ik & #x </b>: " & RS("MeridName™) & "<br>")
Response.write("<h>%: ik 98 3 4 #r</b>: " & RS("MeridEng") & "<br>")
Response.write("<b>%: ik J&§ F.17</b>: " & RS("MeridFiveElem") & "<br>")
Response.write("<b>%t ik i # </b>: " & RS("MeridAlias") & "<br>")
Response.write("'<b>%% ik J% 3 45 5 </b>: " & RS("MeridEngAlias") & "<br>")
Response.write("<b>%: ik 3 J& [ 4 86 FH £ </b>: " & RS("MeridYingYang") & "<br>")
Response.write("'<b>% Bk 11§ 17 #0715 8k F i </b>: " & RS("MeridFlowLoc_UppLowLimb") & "<br>")
Response.write("'<b> %t ik 11§ 47 &8 A7 - B 28 5l 28 5l 5 2k </b>: " & RS("MeridFlowLoc_FroMidBacLine") &

"<br>")

Response.write("<b>%: ik fi ik </b>: " & RS("MeridParaphrase™) & "<br>")
Response.write("<b>%: ik i ¥A i JR </b>: " & RS("MeridTreatTime") & "<br>")
Response.write("'<b>%: ik & 295 % </b>: " & RS("MeridMainSynp") & "<br>")
Response.write("<b>%: ik 7U47 £ </b>: " & RS("Meridindic") & "<br>")
Response.write("<b>%: ik it 4 /X Az </b>: " & RS("MeridPassAcu") & "<br>")
Response.write("<b>%: ik B /i </b>: " & "<br>")
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Response.write("<img src="" & RS("MeridImg") & " width=250 height=380 border=1>" & "<br>")
Response.write("<br><br>")

RS.movenext

loop while not RS.EOF

x=1

End If

End If

IF x=0 THEN

sqIString="SELECT * FROM # £ J\Jilk WHERE ExtraName LIKE '%"+choice+"%""
Set RS=myConn.execute(sqlString)

IF RS.EOF<>true THEN

do

Response.write("<b>%F £ )\ ik £ Fx</b>: " & RS("ExtraName") & "<br>")
Response.write("<b>#f £ )\ ik 9% 3L & #r </b>: " & RS("ExtraEng") & "<br>")
Response.write("<b>#F & )\ Bk 9 46 5 </b>: " & RS("ExtraEngAlias") & "<br>")
Response.write("<b>#F & )\ ik i i </b>: " & RS("ExtraParaphrase") & "<br>")
Response.write("<b>#1 & )\ bk £ # Th E </b>: " & RS("ExtraPhysioFunc") & "<br>")
Response.write("<b>#F £ J\ Jik & 5 f# </b>: " & RS("ExtraMainSymp") & "<br>")
Response.write("<b>#F £ )\ ik /X AL 3 ¥4 </b>: " & RS("Extralndic") & "<br>")
Response.write("<b>#F & J\ Bk BT 4 /X AL </b>: " & RS("ExtraPassAcu”) & "<br>")
Response.write("<b>#f £ )\ fik & 7 </b>: " & "<br>")

Response.write("<img src="" & RS("Extralmg") & " width=250 height=380 border=1>" & "<br>")
Response.write("<br><br>")

RS.movenext

loop while not RS.EOF

x=1

End If

End If

IF x=0 THEN

sqlString="SELECT * FROM #1147 WHERE FiveElemName LIKE '%"+choice+"%'""
Set RS=myConn.execute(sqlString)

IF RS.EOF<>true THEN

do

Response.write("<b>H.1T & #</b>: " & RS("FiveElemName") & "<br>")
Response.write("<b>H.1T 7 3 4 Fr</b>: " & RS("FiveElemEng") & "<br>")
Response.write("<b> 11T #fiif </b>: " & RS("FiveElemParaphrase”) & "<br>")
Response.write("<b>H.17 F il </b>: " & RS("FiveElemExamp") & "<br>")
Response.write("<b>F 47 B i </b>: " & "<br>")

Response.write("<img src="" & RS("FiveElemImg") & ™ width=250 height=180 border=1>" & "<br>")

Response.write("<br><br>")
RS.movenext

loop while not RS.EOF

x=1

End If

End If

IAEES

WWW.iaees.org



Network Biology, 2023, 13(2): 53-73 63

IF x=0 THEN
sqIString="SELECT * FROM /U{i. WHERE AcuName LIKE '%"+choice+"%' OR AculndicClinApp LIKE
'%"+choice+" %"
Set RS=myConn.execute(sqlString)
IF RS.EOF<>true THEN
do
Response.write("<b>7A7 & Fr</b>: " & RS("AcuName") & "<br>")
Response.write("<b>JX A 4 #x #f & </b>: " & RS("AcUuEng") & "<br>")
Response.write(""<b> 7 A7 E brid G 1E8 </b>: " & RS("AculntlCode") &  "<br>")
Response.write("<b>J Az 5] % </b>: " & RS("AcuAlias") & "<br>")
Response.write("<b> A7 BE X </b>: " & RS("AcuParaphrase”) & "<br>")
Response.write("'<b> /AL 5 7 F1 B 7 ¥ </b>: " & RS("AcuLocMethod") & "<br>")
Response.write("<b> 7 A7 fif % 47 B M 45 #</b>: " & RS("AcuAnatoLocStruc") &  “"<br>")
Response.write("<b>7A7 F & F.47</b>: " & RS("AcuFiveElem") & "<br>")
Response.write("<b>7AL 8 & fik</b>: " & RS("AcuMeridian") & "<br>")
Response.write("<b> Az 8 & ik 98 3 </b>: " & RS("AcuMeridianEng") & "<br>")
Response.write("<b>7A7 8 & ik H AT </b>: " & RS("AcuMeridianFiveElem") & "<br>")
Response.write("'<b> A7 ¥ ¥ -4F Hill </b>: " & RS("AcuTreat_Acupuncture”) & "<br>")
Response.write("'<b> AL ¥4 15 - R ik </b>: " & RS("AcuTreat_Moxibustion") & "<br>")
Response.write("'<b> A7 ¥5 ¥ - 44 BE K H el </b>: " & RS("AcuTreat_MassageOth") & "<br>")
Response.write("<b>/X iz I g </b>: " & RS("AcuFunc") & "<br>")
Response.write("<b>7AzL F 36 5 Ik R i FH </b>: " & RS("AculndicClinApp") & "<br>")
Response.write("<b>/ Az £ B fi</b>: " & RS("AcuMainCompati") & "<br>")
Response.write("<b>JCAL B 7 </b>: " & "<br>")
Response.write("<img src="" & RS("AcuAppearLoclmg") & " width=250 height=180 border=1>" & "<img src=""
& RS("AcuAnatoLoclmg") & ™ width=250 height=180 border=1>" & "<br>")
Response.write("<br><br>")
RS.movenext
loop while not RS.EOF
x=1
End If
End If
sqlString="SELECT * FROM 1% "
Set RS=myConn.execute(sqlString)
Response.write("<font size=2>")
Response.write("<b> £ 4t it B </b><br>" & RS("Guideline") & "<br>")
Response.write("<b>% % ik </b><br>" & RS("References") & "<br>")
Response.write("<b>4% 57 7 B </b><br>" & RS("Disclaimer") & "<br><br>")
Response.write("<b>{E & </b><br>" & RS("Authors") & "<br>")
Response.write("</font>")
myConn.close
set myConn=nothing
%>
<br>

<l--#include file="../../../iaees-wei-acu.asp" -->
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</font>
</body>

</html>

The codes for full list of acupoints page, acupoints.asp, are as follows:

<IDOCTYPE html PUBLIC "-//W3C//DTD XHTML 1.0 Transitional//EN"
"http://lwww.w3.0rg/TR/xhtml1/DTD/xhtml1-transitional.dtd">
<html xmlns="http://www.w3.0rg/1999/xhtm|">
<head>
<meta http-equiv="Content-Type" content="application/x-asap">
<link href="../../../style.css" rel="stylesheet" media="screen" type="text/css">
</head>
<body oncut="return false;" oncopy="return false;" onpaste="return false;">
<font face="Times New Roman">
<table border=1 cellspacing="1" cellpadding="1" width="100%">
<tr>
<th colspan=6><IMG SRC="http://www.iaees.org/IAEES-Title.jpg" width="100%"></th>
</tr>
<tr bgcolor=yellow>
<th width="25%"><a href="acudata.asp">i& [#] </a></th>
<th width="25%"></th>
<th width="25%"></th>
<th width="25%"></th>
</tr>
</table>
<br>
<%
dim myConn

Set myConn=server.CreateObject("adodb.connection™)

myConn.Open="provider=microsoft.jet.oledb.4.0;" & "data source=" & server.MapPath("acudata.mdb") & ";"

sqlString="SELECT

AcuName,AcuEng,AculntlCode,AcuAlias,AcuParaphrase,AcuLocMethod,AcuAnatoLocStruc,AcuAppearLocimg,Ac

uAnatoLoclmg,AcuFiveElem,AcuMeridian,AcuMeridianEng,AcuMeridianFiveElem,AcuTreat_Acupuncture,AcuTre
at_Moxibustion,AcuTreat_MassageOth,AcuFunc,AculndicClinApp,AcuMainCompati FROM ’{f ORDER BY

AculD ASC"
Set RS=myConn.execute(sqlString)
Response.write("<h2 ALIGN=center>/Cf; &8 </h2>" & "<p><br>")
do
Response.write("<b>7A7 & Fr</b>: " & RS("AcuName") & "<br>")
Response.write("<b>JX A7 44 #x #f & </b>: " & RS("AcUEng") & "<br>")
Response.write("'<b> 7 A7 E brid G 18 </b>: " & RS("AculntlCode") &  "<br>")
Response.write("<b>J Az 5] % </b>: " & RS("AcuAlias") & "<br>")
Response.write("<b> A7 BE X </b>: " & RS("AcuParaphrase”) & "<br>")
Response.write("'<b> Az 5 7 F1 B 7 ¥ </b>: " & RS("AcuLocMethod") & "<br>")
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Response.write("<b> 7 A7 fif %1 47 B M 45 #</b>: " & RS("AcuAnatoLocStruc") &  “"<br>")
Response.write("<b>7AL & F47</b>: " & RS("AcuFiveElem") & "<br>")
Response.write("<b> AL & & fik</b>: " & RS("AcuMeridian") & "<br>")
Response.write("<b> A7 & & Bk 98 3 </b>: " & RS("AcuMeridianEng") & "<br>")
Response.write("<b>7AL 8 & ik H AT </b>: " & RS("AcuMeridianFiveElem") & "<br>")
Response.write("'<b> A7 ¥ ¥ -41 Hill </b>: " & RS("AcuTreat_Acupuncture”) & "<br>")
Response.write("'<b> AL ¥4 15 - R ik </b>: " & RS("AcuTreat_Moxibustion") & "<br>")
Response.write("'<b> A7 ¥5 ¥ - 44 BE K H el </b>: " & RS("AcuTreat_MassageOth") & "<br>")
Response.write("<b>/X iz I g </b>: " & RS("AcuFunc") & "<br>")
Response.write("<b>7AzL F 36 5 5 R i FH </b>: " & RS("AculndicClinApp") & "<br>")
Response.write("<b>/ Az £ B fi</b>: " & RS("AcuMainCompati") & "<br>")
Response.write("<b>JCAL B i </b>: " & "<br>")
Response.write("<img src="" & RS("AcuAppearLoclmg") & " width=250 height=180 border=1>" & "<img src=""

& RS("AcuAnatoLoclmg") & ™ width=250 height=180 border=1>" & "<br>")
Response.write("<br><br>")
RS.movenext
loop while not RS.EOF
sqlString="SELECT References,Disclaimer,Guideline,Authors FROM i B "
Set RS=myConn.execute(sqlString)
Response.write("<font size=2>")
Response.write("<b> £ 4t it B </b><br>" & RS("Guideline") & "<br>")
Response.write("<b>% % ik </b><br>" & RS("References") & "<br>")
Response.write("<b>4% 57 7 B </b><br>" & RS("Disclaimer") & "<br><br>")
Response.write("<b>{E & </b><br>" & RS("Authors") & "<br>")
Response.write("</font>")
myConn.close
set myConn=nothing

%>

<br>

<l--#include file="../../../iaees-wei-acu.asp" -->

</font>

</body>

</html>

The codes for twelve meridians page, meridian.asp, are as follows:

<IDOCTYPE html PUBLIC "-//W3C//DTD XHTML 1.0 Transitional//EN"
"http://lwww.w3.0rg/TR/xhtml1/DTD/xhtml1-transitional.dtd">

<html xmlns="http://www.w3.0rg/1999/xhtm|">

<head>

<meta http-equiv="Content-Type" content="application/x-asap">

<link href="../../../style.css" rel="stylesheet" media="screen" type="text/css">
</head>

<body oncut="return false;" oncopy="return false;" onpaste="return false;">

<font face="Times New Roman">
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<table border=1 cellspacing="1" cellpadding="1" width="100%">
<tr>
<th colspan=6><IMG SRC="http://www.iaees.org/IAEES-Title.jpg" width="100%"></th>
</tr>
<tr bgcolor=yellow>
<th width="25%"><a href="acudata.asp">i& [#] </a></th>
<th width="25%"></th>
<th width="25%"></th>
<th width="25%"></th>
</tr>
</table>
<br>
<%
dim myConn
Set myConn=server.CreateObject("adodb.connection™)
myConn.Open="provider=microsoft.jet.oledb.4.0;" & "data source=" & server.MapPath("acudata.mdb") & ";"
sqlString="SELECT
MeridName,MeridEng,MeridFiveElem,MeridAlias,MeridEngAlias,MeridYingYang,MeridFlowLoc_UppLowLimb,M
eridFlowLoc_FroMidBacLine,MeridParaphrase,MeridTreatTime,MeridMainSynp,MeridIndic,MeridPassAcu,Meridl
mg FROM + —# ik ORDER BY MeridlD ASC"
Set RS=myConn.execute(sqlString)
Response.write("<h2 ALIGN=center>+ — £ fik</h2>" & "<p><br>")
do
Response.write("<b>%: ik & # </b>: " & RS("MeridName™) & "<br>")
Response.write("<b>% ik ¢ 3 4 #r</b>: " & RS("MeridEng") & "<br>")
Response.write("<b>%: ik J& F.17</b>: " & RS("MeridFiveElem") & "<br>")
Response.write("<b>%: ik i # </b>: " & RS("MeridAlias") & "<br>")
Response.write("'<b>%: ik 9% 3 45 5 </b>: " & RS("MeridEngAlias") & "<br>")
Response.write("<b>%: ik 3 J& [ 4 86 FH £ </b>: " & RS("MeridYingYang") & "<br>")
Response.write("'<b>% Bk 11§ 17 27 - 1 i 8 F i </b>: " & RS("MeridFlowLoc_UppLowLimb") & "<br>")
Response.write("'<b> %t ik 11§ 47 &8 A7 - 5 28 5l 4 28 5l 5 2k </b>: " & RS("MeridFlowLoc_FroMidBacLine") &
"<br>")
Response.write("<b>%: ik fi ik </b>: " & RS("MeridParaphrase™) & "<br>")
Response.write("<b>%: ik i iA i JR </b>: " & RS("MeridTreatTime") & "<br>")
Response.write(""<b>%t ik & 295 {# </b>: " & RS("MeridMainSynp") & "<br>")
Response.write("<b>%: ik /¢ A7 £ i </b>: " & RS("MeridIndic") & "<br>")
Response.write("<b>%: ik ft & /X Az </b>: " & RS("MeridPassAcu™) & "<br>")
Response.write("<b>%: ik B /i </b>: " & "<br>")
Response.write("<img src="" & RS("MeridImg") & " width=250 height=380 border=1>" & "<br>")
Response.write("<br><br>")
RS.movenext
loop while not RS.EOF
sqlString="SELECT References,Disclaimer,Guideline,Authors FROM i B "
Set RS=myConn.execute(sqlString)

Response.write("<font size=2>")
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Response.write("<b> £ 4t it B </b><br>" & RS("Guideline") & "<br>")
Response.write("<b>% % ik </b><br>" & RS("References") & "<br>")
Response.write("<b>4% 57 7 B </b><br>" & RS("Disclaimer") & "<br><br>")
Response.write("<b>{E & </b><br>" & RS("Authors") & "<br>")
Response.write("</font>")
myConn.close
set myConn=nothing

%>

<br>

<l--#include file="../../../iaees-wei-acu.asp" -->

</font>

</body>

</html>

The codes for extra meridians, extra.asp, are as follows:

<IDOCTYPE html PUBLIC "-//W3C//DTD XHTML 1.0 Transitional//EN"
"http://lwww.w3.0rg/TR/xhtml1/DTD/xhtml1-transitional.dtd">
<html xmlns="http://www.w3.0rg/1999/xhtm|">
<head>
<meta http-equiv="Content-Type" content="application/x-asap">
<link href="../../../style.css" rel="stylesheet" media="screen" type="text/css">
</head>
<body oncut="return false;" oncopy="return false;" onpaste="return false;">
<font face="Times New Roman">
<table border=1 cellspacing="1" cellpadding="1" width="100%">
<tr>
<th colspan=6><IMG SRC="http://www.iaees.org/IAEES-Title.jpg" width="100%"></th>
</tr>
<tr bgcolor=yellow>
<th width="25%"><a href="acudata.asp">i& [#] </a></th>
<th width="25%"></th>
<th width="25%"></th>
<th width="25%"></th>
</tr>
</table>
<br>
<%
dim myConn
Set myConn=server.CreateObject("adodb.connection™)
myConn.Open="provider=microsoft.jet.oledb.4.0;" & "data source=" & server.MapPath("acudata.mdb") & ";"
sqlString="SELECT
ExtraName,ExtraEng,ExtraEngAlias,ExtraParaphrase,Extralmg,ExtraPhysioFunc,ExtraMainSymp,Extralndic,ExtraP
assAcu FROM #r# /\fik ORDER BY ExtralD ASC"
Set RS=myConn.execute(sqlString)
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Response.write("<h2 ALIGN=center># £ J\ fk</h2>" & "<p><hr>")
do
Response.write("<b>%F £ )\ ik £ Fx</b>: " & RS("ExtraName") & "<br>")
Response.write("<b>#f £ )\ ik 9% 3L & #r</b>: " & RS("ExtraEng") & "<br>")
Response.write("<b>#F & )\ Bk % 46 5 </b>: " & RS("ExtraEngAlias") & "<br>")
Response.write("<b>#F & )\ ik i i </b>: " & RS("ExtraParaphrase") & "<br>")
Response.write("<b>#1 4 )\ bk £ # Th g </b>: " & RS("ExtraPhysioFunc") & "<br>")
Response.write("<b>#F £ J\ Jik & Z 5 {# </b>: " & RS("ExtraMainSymp") & "<br>")
Response.write("<b>#F £ )\ ik /X A2 3 ¥4 </b>: " & RS("Extralndic") & "<br>")
Response.write("<b>#F & J\ Bk BT 4 /X A7 </b>: " & RS("ExtraPassAcu”) & "<br>")
Response.write("<b>#f £ )\ fik & 7 </b>: " & "<br>")
Response.write("<img src="" & RS("Extralmg") & " width=250 height=380 border=1>" & "<br>")
Response.write("<br><br>")
RS.movenext
loop while not RS.EOF
sqlString="SELECT References,Disclaimer,Guideline,Authors FROM )i B "
Set RS=myConn.execute(sqlString)
Response.write("<font size=2>")
Response.write("<b> £ 4t it B </b><br>" & RS("Guideline") & "<br>")
Response.write("<b>% % ik </b><br>" & RS("References") & "<br>")
Response.write("<b>4% 57 7 B </b><br>" & RS("Disclaimer") & "<br><br>")
Response.write("<b>{E & </b><br>" & RS("Authors") & "<br>")
Response.write("</font>")
myConn.close
set myConn=nothing

%>

<br>

<l--#include file="../../../iaees-wei-acu.asp" -->

</font>

</body>

</html>

The codes for Five Elements page, fiveelem.asp, are as follows:

<IDOCTYPE html PUBLIC "-//W3C//DTD XHTML 1.0 Transitional//EN"
"http://lwww.w3.0rg/TR/xhtml1/DTD/xhtml1-transitional.dtd">

<html xmlns="http://www.w3.0rg/1999/xhtm|">

<head>

<meta http-equiv="Content-Type" content="application/x-asap">

<link href="../../../style.css" rel="stylesheet" media="screen" type="text/css">
</head>

<body oncut="return false;" oncopy="return false;" onpaste="return false;">
<font face="Times New Roman">

<table border=1 cellspacing="1" cellpadding="1" width="100%">

<tr>
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<th colspan=6><IMG SRC="http://www.iaees.org/IAEES-Title.jpg" width="100%"></th>

</tr>

<tr bgcolor=yellow>

<th width="25%"><a href="acudata.asp">i& [#] </a></th>

<th width="25%"></th>

<th width="25%"></th>

<th width="25%"></th>

</tr>

</table>

<br>

<%
dim myConn
Set myConn=server.CreateObject("adodb.connection™)
myConn.Open="provider=microsoft.jet.oledb.4.0;" & "data source=" & server.MapPath("acudata.mdb") & ";"
sqlString="SELECT FiveElemName,FiveElemEng,FiveElemParaphrase,FiveElemImg,FiveElemExamp FROM

.17 ORDER BY FiveElemID ASC"
Set RS=myConn.execute(sqlString)
Response.write("<h2 ALIGN=center>Ti {7 </h2>" & "<p><br>")
do
Response.write("<b>H1T & #</b>: " & RS("FiveElemName") & "<br>")
Response.write("<b>H.1T 7 3 4 Fr</b>: " & RS("FiveElemEng") & "<br>")
Response.write("<b>1 1T #fiif </b>: " & RS("FiveElemParaphrase”) & "<br>")
Response.write("<b>H.17 F il </b>: " & RS("FiveElemExamp") & "<br>")

Response.write("<b>F 17 I i </b>: " & "<br>")

Response.write("<img src="" & RS("FiveElemImg") & ™" width=250 height=180 border=1>" & "<br>")
Response.write("<br><br>")
RS.movenext
loop while not RS.EOF
sqlString="SELECT References,Disclaimer,Guideline,Authors FROM )i B "
Set RS=myConn.execute(sqlString)
Response.write("<font size=2>")
Response.write("<b> £ 4t it B </b><br>" & RS("Guideline") & "<br>")
Response.write("<b>% % ik </b><br>" & RS("References") & "<br>")
Response.write("<b>4% 57 7 B </b><br>" & RS("Disclaimer") & "<br><br>")
Response.write("<b>{E & </b><br>" & RS("Authors") & "<br>")
Response.write("</font>")
myConn.close
set myConn=nothing

%>

<br>

<l--#include file="../../../iaees-wei-acu.asp" -->

</font>

</body>

</html>

IAEES WWW.iaees.org



70 Network Biology, 2023, 13(2): 53-73

4 Discussion

ISADTTHM is suitable for practitioners and enthusiasts of acupoint diagnosis and treatment of Traditional
Chinese Medicine, especially for beginners and intermediate enthusiasts. ISADTTHM focuses mainly on
application and takes theory into consideration. Among the treatment methods such as acupuncture and
massage, the introduction of simple and easy methods such as massage is particularly emphasized. For almost
every acupoint, methods such as massage are given. In general, it can be considered that the simple and
practical treatment methods introduced in ISADTTHM are the most complete or detailed among all internet
resources.

Like other treatments, acupoint treatment is not a cure-all. For the same acupoint, its therapeutic effect
varies from person to person. It should neither be absolutely deified nor easily denied. For ordinary people, it
is more of a health care measure: through exploration and practice, determine a set of acupoints and simple
treatment measures that are effective for them, and persist for a long time. ISADTTHM is for informational
purposes only and does not constitute any advice, recommendation or guidance. If treatment is required, please
follow the doctor's advice. The system is not responsible for any problems that may arise.

If there are too many concurrent users, the operation of ISAFCHM may slow down or even stop. In
addition, the system has not yet included the query function of Chinese full-text. Improvements will be made
once the server SQL is upgraded. If there are any supplements and improvements, the system will be updated
at any time. Real-time updates include data supplements, information revisions, version upgrades, website
changes, and the Chinese  version of  this article, etc. For  details, see:
http://www.iaees.org/publications/journals/nb/articles/2023-13(2)/e-suppl/Zhang-Supplementary-Material.rar.
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